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B Anaerococcus nagyae 113824 30.7 F& 1%
Corynebacterium pseudogenitalium 113660 2.5 59.5 1 4 e
B Corynebacterium striatum 152917 3.1 59.1 1* 4 %
M Cutibacterium acnes subsp. acnes 113869 2.6 60.0 1* 3 Fs 1t
Finegoldia magna 113804 1.7 32.1 1* 4 %
11 Staphylococcus capitis 115779 2.5 32.8 1* 6 st
#m | Staphylococcus epidermidis 113846 2.5 32.1 1* 6 Fo it
B M Staphylococcus hominis subsp. novobiosepticus 113928 2.3 31.8 1* 6 1k
M Streptococcus salivarius 13956 2.1 39.9 1* 6 s
M Acinetobacter radioresistens 1024137 3.4 41.4 1* 6 (=4
Escherichia coli  (K-12#k) 3301 4.8 50.8 1 7 (=4
Moraxella osloensis 115781 2.9 43.3 Ik 4 (=4S
Pseudomonas putida 141647 6.2 62.3 ik 7 (=
Roseomonas mucosa 115778 4.9 70.5 1* 5 (=X
Aspergillus brunneoviolaceus 4062 36.1 50.8 1 - -
=1 Candida tropicalis 1404 14.6 33.2 1 - -
] Trichophyton rubrum 9185 22.1 48.3 1 - -
Malassezia globosa 101597 9.1 52.0 1 - -
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https://www.nite.go.jp/nbrc/index.html
https://www.nite.go.jp/nbrc/industry/microbiome/skinmock.html
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