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- RNRE 30 uL /=&
RE 53.5 ng/pL
- REAE 10 mM Tris-HCI (pH8.5)
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4 NeRC | 7on| Gk | o il D02
= 3®e (Mbp) | B %) | A E—# LA
Anaerostipes caccae NBRC 114412 | Bt 3.3 44.5 4 1
Bifidobacterium longum NBRC 114370 | Bt 2.6 60.1 5 1
Bifidobacterium longum subsp. longum NBRC 114494 | Bt 2.5 60.1 4 1
Blautia parvula NBRC 1133517 | Bt 6.2 46.7 5 il
Collinsella aerofaciens NBRC 114504 | B3 2.3 60.3 5 1*
Enterocloster clostridioformis NBRC 113352 | Baik 5.7 48.9 5 1*
Flavonifractor plautii NBRC 113805 | Bt 43 60.4 3 1
Lactobacillus delbrueckii NBRC 3202 F5 14 1.9 50.1 8 1
Mediterraneibacter gnavus NBRC 114413 | B3 3.8 42.5 5 1
Akkermansia muciniphila NBRC 114322 | Bt 2.8 55.7 3 1
Bacteroides uniformis NBRC 113350 | Bai% 5.0 46.2 4 1*
Escherichia coli NBRC 3301 (= 4.8 50.8 7 1
Megamonas funiformis NBRC 114415 | B2 2.5 31.5 6 1
Megasphaera massiliensis NBRC 114414 | B2t 2.6 50.6 7 1
Parabacteroides distasonis NBRC 113806 | Faik 5.2 45.0 7 1*
Streptococcus mutans NBRC 13955" | [ 2.0 36.9 5 e
Cutibacterium acnes subsp.acnes NBRC 113869 | Bt 2.6 60.0 3 1*
Staphylococcus epidermidis NBRC 113846 | B 2.5 32.2 6 il
Bacillus subtilis NBRC 137197 [C1ES 4.3 43.3 10 1
Pseudomonas putida NBRC 141647 | M 6.2 62.3 7 e
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Lane 1; marker 1
Lane 2; marker 2
Lane 3; 210401IND

210401ND

ng/ul 53.5+3.6
260/280 | 1.87%0.0
260/230 | 2.29%0.0

IMBCHh BRI NTLASOPIZHEL, SMARTer ThruPLEX DNA-Seq Kit (24

TINRAFHR) EFRVWTIAT 7Y —HEEITL,

MiSeq 25 L (llluminatt)
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L3 L TiITWE L7,

#£3 Yav b AVY—4F Y REBVWE204%0OBHEEIE

2y NBRC E18fE BHROREE G
&= (%) (%) *
Anaerostipes caccae NBRC 114412 5.0 4.8+0.1%
Bifidobacterium longum NBRC 114370 5.0 4.5%0.0%
Bifidobacterium longum subsp. longum NBRC 114494 5.0 45+£0.1%
Blautia parvula NBRC 1133517 5.0 5.4%0.1%
Collinsella aerofaciens NBRC 114504 5.0 4.2+0.0%
Enterocloster clostridioforme NBRC 113352 5.0 6.0+0.0%
Flavonifractor plautii NBRC 113805 5.0 5.3%0.1%
Lactobacillus delbrueckii NBRC 3202 5.0 4.9%0.0%
Mediterraneibacter gnavus NBRC 114413 5.0 5.2+0.0%
Akkermansia muciniphila NBRC 114322 5.0 4.6+0.1%
Bacteroides uniformis NBRC 113350 5.0 4.9+0.0%
Escherichia coli NBRC 3301 5.0 5.2+0.0%
Megamonas funiformis NBRC 114415 5.0 3.7£0.1%
Megasphaera massiliensis NBRC 114414 5.0 5.7+£0.1%
Parabacteroides distasonis NBRC 113806 5.0 53%0.1%
Streptococcus mutans NBRC 139557 5.0 6.8£0.2%
Cutibacterium acnes subsp. acnes NBRC 113869 5.0 56+0.1%
Staphylococcus epidermidis NBRC 113846 5.0 3.8%£0.1%
Bacillus subtilis NBRC 13719" 5.0 45%0.0%
Pseudomonas putida NBRC 141647 5.0 4.9%+0.2%
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16S rRNAERF DR AR TH % VIV25RE & VAR Z IJRIC L T, MiSeq> X7 A
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%E&G) NBRCHAEM N 7 TILOREEERICEYT 2AEE UTRESE) 247 —HL. AR
ICEDBFBSREICRVLARRE CEACKEI L,

'%'ﬁﬁ%li\ REFZEE b CRE. 2W MEYW. Zof) [CEEEALEVTIEI L,

s NBRC miE(E | VIv2sEsL| VasEs ) . )
S (%) (%) 31 | (%) X1 CARBERIE. EYXIFERYETH VEEHLIELT B &, REEFOAEECEBENLERED
Anaerostipes caccae NBRC 114412 3.7% 3.4%0.2 | 35%0.1 HBHTEERBHL. BURRBODL LABB L UHEMOH 2 AHNEEYFLTZI 0,
Bifidobacterium longum NBRC 114370 o) s R ) .
Bifidobacterium longum subsp. longum NBRC 114494 | °So#X2 | 69%02 172202 CARE@mD D, ERYOERE LG0T TN,
Gt pane— L ARSE, BETBSHCREUESEE LAV T, £, AEEONBRHCERL
Collinsella aerofaciens NBRC 114504 4.6% 2.8+0.2 | 44%0.0 7o ) y 4o | _ _
Enterocloster clostridioforme NBRC 113352 4.6% 48+0.1 | 5304 FURY . AERZBZFICIHBNLLLIEATERT, Z0HE, MABEBE=EIC
Flavonifractor plautii NBRC 113805 2.8% 2.7£0.0 | 2.7£0.1 EORBEESTLTH S, EEE IFEEICHDY £T,
Lactobacillus delbrueckii NBRC 3202 7.3% 75+0.3 | 6.1%0.1 N . B
Mediterraneibacter gnavas NBRC 114413 46% | 5103 | 57204 - MAEE, ARROFB SONTRRERERT 2HEICIE. NBRCH OARRRDEHE R
Akkermansia muciniphila NBRC 114322 2.8% 0.1%0.0 | 256+03 1B ERNEKT—& ».ﬂ%@ L Ai%f& ZNBRCIZZ Dl $&'%;¥o%ﬂ HELFEEL,
Bacteroides uniformis NBRC 113350 3.7% 4.6+0.2 | 3.7+0.0
. J] =] p - N2 < ~
Escherichia coli NBRC 3301 6.4% 6.9£03 | 7.00.1 z]:;l(nﬂu;&m BFICEOVWT, BENICHABLIBEIR. EBENBRCIZZDERE B L <
Megamonas funiformis NBRC 114415 5.5% 6.1+0.2 | 8.4+05 &V, (GEBICINBRCHRD5EIEHR <, )
Megasphaera massiliensis NBRC 114414 6.4% 7.2%0.3 [11.3*0.6 ey _ | O R e = _ g .4 EPN sz N
Parabacteroides distasonis NBRC 113806 64% | 7.7£0.1 [ 17201 R LT ARREAME R AL EN BRCO AL LD TREOBEIE, AL L/’C%ﬁ_éfﬁ(io_ﬁ B
Streptococcus mutans NBRC 139557 4.6% 61+0.2 | 58%0.1 (1Ef& %= W22 E, B—NBRCHAEM H 7 TILXIEZ NICHEYE T 2NBRCMAEM H 7 7L %1
Cutibacterium acnes subsp. acnes NBRC 113869 2.8% 3.0£0.1 | 0.9%0.0 BB Y EE T BEFIOE T WAELET,
Staphylococcus epidermidis NBRC 113846 5.5% 51+0.2 [ 44£0.1 = .,
Bacillus subtilis NBRC 13719" 9.2% 9.1+0.8 | 8.6%0.2 -BEEETILEKILIALET, TOBAEOREORIITIW - LARET,
B T [
Pseudomonas pL:/d_a' - NBRC 14164 6.4% 7.3%0.2 | 6.1%0.1 AL AEFAL f;ﬁi%%/\ﬁj—éﬁ% 1. LT oz K%élﬁﬁ LT<a,
IBAB(EIL16S rRNABEF O A E—HOE &2 KT,
1 RE+oKfEIR, BELICHIT S X X 16SETTUE LB S O RREERE (n =3) k7, Tourlousse, D.M., Narita, K., Miura, T. et al. Characterization and demonstration of mock
2 : BifidobacteriumliZs X 2 16SRIT TIEEBITE AW, AELHEL LT, i ; ; ;
VIV R (SR L £ 75 4 2 27Fmod (5 AGRGITTGATYMTGGCTCAG -3). cornmurwmes as control reagents for accurate human microbiome community measurements.
338R (5'- TGCTGCCTCCCGTAGGAGT -3) Microbiology Spectrum, 10(2): 01915-21.
(Kim SW et al, DNA Res., (2013) 20:241-253 )
VA ORIICER L7754 v —  :515Fmod (5'- GTGYCAGCMGCCGCGGTAA -37),

806Rmod (5'- GGACTACNVGGGTWTCTAAT -3")
( Parada AE et al., Environ. Microbiol., (2016) 18:1403-1414 )
( Apprill A et al., Aquat. Microb. Ecol., 75:129-137 )
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