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E&H %2 71V (NBRC Microbial Cell Cocktail)

® 2 % Cell-Mock-001
av &S BK1906001
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NITE Biological Resource Center

1. 1k
P 100 ul #1X 5
- HHRER 7.3 X108 cells/100 pl
ARFEAE 15% glycerol in PBS (pH7.4)
- RERE —80°C
- WA AERIE. NBRCOMFE T 2HEIRD S B, 15#ZFER L.

#£1  Cell-Mock-001DEELTER L f=seeimiR D15

TNTNOMRENEELBEDEDBELILBDTY,

2 MREHER (o +E2 BK1906001)

s NBRC | 5L 775 | acam |esmna | T2
&S 3 (Mbp) (%) JE—# LA

Bacillus subtilis subsp. subtilis 137197 1 43 433 10 1

Bifidobacterium pseudocatenulatum 113353 [21:3 23 56.4 5 1

Clostridium butyricum 139497 P 4.7 2838 11 1

Corynebacterium striatum 152917 Zi:d 3.1 59.1 4 1%
Cutibacterium acnes subsp. acnes 1076057 [Z1E3 25 60.0 3 1%
Lactobacillus delbrueckiisubsp. delbrueckii 32027 & 19 50.1 8 1

Staphylococcus epidermidis 1009117 P 24 323 6 1%
Streptococcus mutans 139557 [Z1E3 20 36.9 5 1%
Acinetobacter radioresistens 1024137 £33 34 414 6 1
Bacteroides uniformis 113350 £33 50 46.2 4 =
Enterocloster clostridioformis 113352 et 57 489 5 1%
Comamonas terrigena 132997 =3¢ 47 65.0 7 1%
Escherichia coli (K-12#%) 3301 £33 48 50.7 7 1

Parabacteroides distasonis 113806 =3¢ 52 45.0 7 1*
Pseudomonas putida 141647 et 6.2 623 7 1%

X1 /BTN ULREA S TVET,
%2 L ABGIER LI MEMIENBROCHE W T RBRRINIZED T, ERICEATEEY,

2-1. DNAHHAER
« E—X5% (ISOSPIN Fecal DNA (ZwiR>I—>#) ) #RVCE—AY bR
D18 > TILHSDNATRHE AR L £ Uiz, BERR&FastPrep24 (MP-Biofh)
WL, 60m/s. 60ME3t Y b TITWE LTz,
+ Quant-iT™ PicoGreen™ dsDNA Assay Kit (Thermo Fisher Scientifictt) &R
THHEDNADREZAIE LE LT

%2 BK1906001DDNAHH =
DNA%#H &
EERDNAE =Xk
6.1 ug 27103 ug
¥ RS T OHBEIE. DNAMHBOREBIZERE (h=18) 2K,

2-2. EHDEHEIE
BHRICPEWTY )V A—DBEFIC S ZA~<—/7O0—T 1y b EFNETNE
5t L. QX200™ Droplet Digital™ PCR>’ X 7 /s (ddPCR, Bio-Rad#t) Z#RRWLT2-1.C
HH L7eDNAROOE—#%RELE Lic, RBEIF. KAy MHST U H LI
1844 L TITWVE LTe,

#&3 ddPCRZAL15HKOREEIE

7 NBRC EA8E EMORHEIE | F—0Y FATO
HS (%) (%) *3 HEM (%)%
Bacillus subtilis subsp. subtilis 137197 6.7 99403 1.1
Bifidobacterium pseudocatenulatum 113353 6.7 57%0.2 09
Clostridium butyricum 139497 6.7 7004 14
Corynebacterium striatum 152917 6.7 6.21+0.3 09
Cutibacterium acnes subsp. acnes 1076057 6.7 20.0£05 1.8
Lactobacillus delbrueckiisubsp. delbrueckii 32027 6.7 11.7%£03 14
Staphylococcus epidermidis 1009117 6.7 52403 1.0
Streptococcus mutans 139557 6.7 40%£0.2 0.8
Acinetobacter radioresistens 1024137 6.7 72%02 0.8
Bacteroides uniformis 113350 6.7 29%0.1 04
Enterocloster clostridioformis 113352 6.7 44%0.2 0.7
Comamonas terrigena 132997 6.7 47£02 0.6
Escherichia coli (K-12#k) 3301 6.7 35+02 06
Parabacteroides distasonis 113806 6.7 37+£02 0.6
Pseudomonas putida 141647 6.7 35402 0.8

31 AMEIE. ddPCRE AL CAIE LI B MORERI S DT LIREREER LD,
K4 BROBENRE. TOKRDOKREEIS (%) ORAEESIMEDZE Z#E) TRLED,
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3. iR 4. B /MO DFEEE
16S rRNAEIGF ORI ZMEIE T HVIV2EIE & VIVARFZ T RIC LT, MiSeq> X7 L * BIAED. NBRC?%&E#/W'7?»@%&':@1\&1@%:%?%@%‘\% U TEES) z£49—F5L. AR
(luminatt) % FILNT % 2 165HRHT % i L % LTz, HICED HRBRFICAL HREE SR CTEE L

-FBRER. AREEC N CRER. 2. RBY. TOM) ITEEFERLEVTIIEEL,

4 16S rRNAER JRICLTC 165
= S RNARHEF & HRIC L 7oy 2 16RHT c AERIE. EMSEFMETH Y EENZLT 5 & RipZEFFDRIEMPETNGEERED

oy NBRC E18ME BK1906001 BK1906001 - EEny N — S SN =y N -

¥2, RC o G W BBHTERTAL. BIEREO & HBELOEHIOB 2 HHABIMIBELLEL,
Bacillus subtilis subsp. subtilis 137197 10.5 16.2+0.7 16.3%+0.7 cAR@EH 5. REMOFERE LIGWLTIEEL,
Bifidobacterium pseudocatenulatum 113353 53 25+03 41£06 cARKBR A BETCE=SFITHREEYIEDEE LEWTLIEEW., £ BEZ0FBRZXEFIOER L
Costridium butyricum o [ 16 | astos | 1e3E09 HURY, ARSEEZEICTABOLRE CEATEET, COBE, AMBERESEICRE
Corynebacterium striatum 15291 4.2 43103 4502 EORBEEBET L TEHS. SEEFBEECHHIYET,
Cutibacterium acnes subsp. acnes 1076057 32 93%0.2 0.2%+0.1 L N N
Lactobacillus delbrueckiisubsp. delbrueckii 32027 84 126+0.5 12908 - FIREE. $%%@%Ufﬁ ICK I EONTEHRE REKT 2HEICIE. NBRFb\ SARBOEREZ
Staphylococcus epidermidis 1009117 6.3 60104 57403 IFTeBZERNFRT—2ICEREH L. AFREZICNBRCICZ DIBRE SIS LZELY,
Tl [ N I ARREFEESICEOL T, WENICHA LA, RIEENBRCCZOBHESH5 € <
Acinetobacter radioresistens 1024137 6.3 76104 9.0+£04 FEEL,  (EFICNBRCARSD B EIERR L, )
Bacteroides uniformis 113350 4.2 24101 25201 N . N
Enterocloster clostridioformis 113352 53 36+02 50£05 - PR U ABRAMER AL ENBRCOBEIC L BZREEDBEEIE. RAJE L THXZ0ELA
Comamonas terrigena 132997 74 6206 46%04 [TEEHE W efZ i, B—NBRCHEN A 7 7 IV ILZNUICHEYE T ANBRCAE A7 7 )L %1
Escherichia coli (K-124%) 3301 74 33401 52%+03 EIFR W RE TR REICE TN LE T,
Parabacteroides distasonis 113806 74 39+0.1 38+03 . gt P NN 8.4 O B = = \
e e0e 7_4 e e BRET HLERNIHLLET, ZOBEOREDRIEV T LHhET,

EAB(EIE16S IRNABGEFOIE—HDANEERT,
X B TOBEIE. BEEICHIT D A 1658 CRIE LItRHEI G DRBRIFERE (n=18) ZX T,
VIV2REE DR IR LTz 751 < — © 27Fmod (5'- AGRGTTTGATYMTGGCTCAG-3)),
338R (5'- TGCTGCCTCCCGTAGGAGT -3)
(Kim SW et al, DNA Res,, (2013) 20:241-253)
V3VATEE DRI LTz 75+ < — : Bakt_341F (5'- CCTACGGGNGGCWGCAG -3)),
Bakt_805R (5-GACTACHVGGGTATCTAATCC -3)
(Herlemann DPR et al, ISME J,, (2011) 5:1571-1579)
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