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Acidaminococcus intestini
Bacteroides thetaiotaomicron
Bacteroides uniformis
Christensenella minuta
"Erysipelatoclostridium ramosum"
Flavonifractor plautii

Hungatella hathewayi
Intestinimonas butyriciproducens
Olsenella provencensis
Parabacteroides distasonis
Peptoniphilus grossensis
"Raoultibacter timonensis"
Rubneribacter badeniensis
Ruthenibacterium lactatiformans
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1 : Acidaminococcus intestini sp. nov., isolated from human clinical samples. Int J Syst Evol Microbiol. 2007 Oct;57(Pt 10):2314-9.

2 : The gut commensal Bacteroides thetaiotaomicron exacerbates enteric infection through modification of the metabolic landscape. Cell Host Microbe. 2014 Dec 10;16(6):759-69.
3 1 Adefined commensal consortium elicits CD8 T cells and anti-cancer immunity. Nature. 2019 Jan;565(7741):600-605.

4 : Human genetics shape the gut microbiome. Cell. 2014 Nov 6;159(4):789-99.

5 Clostridium ramosum promotes high-fat diet-induced obesity in gnotobiotic mouse models. MBio. 2014 Sep 30;5(5):¢01530-14.

6 : Treg induction by a rationally selected mixture of Clostridia strains from the human microbiota. Nature. 2013 Aug 8;500(7461):232-6.

7 * Intestinimonas butyriciproducens gen. nov., sp. nov., a butyrate-producing bacterium from the mouse intestine. Int J Syst Evol Microbiol. 2013 Dec;63(Pt 12):4606-12.
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Actinomyces oris

Actinomyces oris

Campylobacter showae
Corynebacterium durum

Neisseria elongata subsp. elongata
Prevotella jejuni
Propionibacterium acidifaciens
Schaalia georgiae

Veillonella atypica
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Brachybacterium paraconglomeratum
Corynebacterium glucuronolyticum
Corynebacterium gottingense
Corynebacterium mucifaciens
Corynebacterium tuberculostearicum
Corynebacterium ureicelerivorans

Cutibacterium acnes subsp. acnes (IA1 type) *3
Cutibacterium acnes subsp. acnes (IA2 type) *3
Cutibacterium acnes subsp. acnes (IA2 type) *3
Cutibacterium acnes subsp. acnes (1B type) *3
Cutibacterium acnes subsp. acnes (1B type) *3
Cutibacterium acnes subsp. acnes (|| type) *3

Cutibacterium avidum
Cutibacterium granulosum
Micrococcus yunnanensis
Moraxella osloensis

Pseudopropionibacterium propionicum

Staphylococcus caprae

Staphylococcus hominis subsp. novobiosepticus

Tessaracoccus arenae
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